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Cerenkov Luminescence Tomography (CLT) is a novel and potential imaging modality which can
display the three-dimensional distribution of radioactive probes. However, due to severe ill-posed
inverse problem, obtaining accurate reconstruction results is still a challenge for traditional
model-based methods. The recently emerged deep learning-based methods can directly learn the
mapping relation between the surface photon intensity and the distribution of the radioactive
source, which e®ectively improves the performance of CLT reconstruction. However, the previ-
ously proposed deep learning-based methods cannot work well when the order of input is dis-
arranged. In this paper, a novel 3D graph convolution-based residual network, GCR-Net, is
proposed, which can obtain a robust and accurate reconstruction result from the photon intensity
of the surface. Additionally, it is proved that the network is insensitive to the order of input. The
performance of this method was evaluated with numerical simulations and in vivo experiments.
The results demonstrated that compared with the existing methods, the proposed method can
achieve e±cient and accurate reconstruction in localization and shape recovery by utilizing three-
dimensional information.
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1. Introduction

Cerenkov luminescence imaging (CLI) is an optical
molecular imaging technology based on Cerenkov
radiation, which is electromagnetic radiation emit-
ted when a charged particle travels faster than light
in the medium.1,2 Like other optical molecular im-
aging technologies, CLI has the essential advantage
of high sensitivity and low cost. Beyond these
advantages, it has wide availability in nuclide
probes, which shows its great potential for clinical
applications.3–15 At present, CLI has been used for
tumor imaging, therapy monitoring, etc. However,
CLI only performs planar imaging and cannot
obtain the three-dimensional distribution of radio-
nuclides, which hinders its further clinical
application.

To trace the location and recover the distribution
of radionuclides, the tomography method for CLI
was proposed and named Cerenkov Luminescence
Tomography (CLT).16 However, the reconstruction
of CLT is a highly ill-posed reconstruction problem
that makes it di±cult to obtain accurate recon-
struction results. To improve the reconstruction
performance, various model-based methods were
proposed for CLT as well as other optical molecular
tomography technologies.17–19 Some researchers
used prior information to improve the reconstruc-
tion accuracy.20–24 For example, Feng et al. took
permissible region as prior information and pro-
posed an optimal permissible region selection
strategy.25 However, as the prior location of the
source cannot be truly obtained, some researchers
chose to reconstruct the internal source in the whole
region.26–30 Zhong et al. proposed the whole body
reconstruction algorithm along a regularization
path.31 Besides the strategies mentioned above,
taking multispectral information into account
was also proposed.32,33 Spinelli et al. proposed a
multispectral approach that used distinctive infor-
mation content at di®erent wavelengths in the re-
construction process, and the result demonstrated
that multispectral information can improve the
e±ciency of CLT.34

The recent success in deep learning demonstrated
its great potential in optical imaging tomography.
By employing a deep neural network, the mapping
relation between the surface photon intensity and
internal radioactive source can be learned directly.
Zhang et al. ¯rst applied a multilayer fully

connected neural network (MFCNN) to reconstruct
the distribution of the radioactive source.35 Cao
et al. proposed a CLT reconstruction framework
based on a stacked denoising auto-encoder, in which
the residual error was learned between the prelimi-
nary reconstruction result and the accurate result.36

Zhang et al. applied an attention mechanism-based
locally connected network for CLT, which improved
the accuracy and stability of the CLT reconstruc-
tion.37 For the reconstruction in bioluminescence
tomography and °uorescence molecular tomogra-
phy, Meng et al. proposed a locally connected net-
work based on the K-Nearest Neighbor method,
which achieved accurate morphological FMT re-
construction in a short time.38 Yu et al. proposed a
one-dimensional convolutional neural network,
which signi¯cantly reduced the number of para-
meters.39 The methods mentioned above take the
node intensity as the input of the network, and the
nodes are generated by ¯nite element method
(FEM) software.20,26 However, the trained network
is sensitive to the order of input, in other words,
even for the same imaging model, if the order of
input is disarranged, the trained network cannot
work well.

In this paper, a 3D graph convolution-based
neural network with a residual architecture for CLT
reconstruction, named GCR-Net, is proposed to
overcome the shortcomings of existing reconstruc-
tion methods based on deep learning. GCR-Net is
divided into several residual blocks and each block
consists of basic residual units. First, a three-
dimensional graph convolution operator is intro-
duced to extract and aggregate features. Second,
coordinates and the surface photon intensity are
performed as the input, which suggests that three-
dimensional information is utilized in our network.
It is noteworthy that the proposed network does not
rely on a speci¯c order for input points because of
the characteristic of the three-dimensional graph
convolution operator, which means that an accurate
result can be obtained even if the order of input is
disarranged.

The rest of this paper is structured as follows: In
Sec. 2, basic knowledge of CLT reconstruction and
the details of GCR-Net are introduced. In Sec. 3,
the numerical simulation experiments as well as the
in vivo studies are illustrated to prove the e®ec-
tiveness of our network. In Sec. 4, the discussion and
conclusion are illustrated.
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2. Methodology

2.1. Model-based CLT reconstruction

For model-based CLT reconstruction, radiative
transfer equation (RTE) is used to mathematically
describe the propagation of light in biological
tissue.40,41 However, RTE has high computational
complexity. To simplify the equation, di®usion
approximation (DA) model is proposed and widely
used.16,42 Based on ¯nite element analysis, a linear
relation between the surface photon intensity and
the distribution of the radioactive source is estab-
lished, which can be de¯ned as follows:

� ¼ AX; ð1Þ
where � is the photon intensity of the surface. A is
the system matrix determined by the characteristics
of biological organs. X is the distribution of the
radioactive source.

2.2. Deep learning-based CLT
reconstruction

Deep learning-based CLT reconstruction uses neu-
ral network to establish the mapping relation be-
tween the photon intensity of surface and the
radioactive source directly. Therefore, the deviation
between the real photon propagation process and
the simpli¯ed photon propagation process can be
avoided. The deep learning-based method can be
described as follows:

min jjfnnð� j �Þ �Xjj22; ð2Þ
where fnn denotes the reconstruction neural net-
work. � denotes network weight which is iteratively
updated to reduce the error between the recon-
structed radioactive source and the actual radioac-
tive source. � denotes the surface photon intensity
as an input to the network. X denotes the actual
distribution of the radioactive source.

2.3. Three-dimensional graph

convolution-based residual
network for CLT

Generally speaking, the permissible domain can be
discretized into n nodes, which can be generated by
a FEM software. Each node has three-dimensional
information as well as photon intensity information.
However, three-dimensional information has been
ignored in the previous deep learning-based

methods. Hence, a residual network based on 3D
graph convolution for CLT, named GCR-Net,
which fully utilizes 3D information is described in
detail in this section.

2.3.1. Three-dimensional graph convolution

As each node and its neighbors can be organized as
graph structure, and inspired by DGCNN,43 the
EdgeConv layer is introduced into our network. In
the EdgeConv layer, edge feature which describes
the relationships between a node and its neighbors
is proposed. It is de¯ned as follows:

eij ¼ h�ðvi; vj � viÞ; ð3Þ
where eij denotes edge feature. h� denotes a non-
linear function with a set of learnable parameters. vi
denotes the features of the node. vj denotes the
features of its neighbors. To update the features of
the node, an edge feature set of size k is calculated
¯rst. Then, an aggregation function such as mean
operation is applied to aggregate edge features,
which is de¯ned as follows:

v 0
i ¼ meanj:ði;jÞ2�eij; ð4Þ

where v 0
i is the new features of the node. In Edge-

Conv layer, the features of each node are updated.
To update the features, a graph structure is in

need. In our network, each node was treated as a
vertex in the graph. The input graph was con-
structed by executing a K-NN search to ¯nd the
nearest neighbor in 3D coordinate space, and the k
was set to 20.

2.3.2. Network architecture

GCR-Net is based on residual architecture. The
basic residual unit in our model is named GCUnit.
GCUnit consists of three EdgeConv layers. Each
EdgeConv layer is followed by a leaky-ReLU layer.
A skip connection is added between the input and
the output of GCUnit. As shown in Fig. 1, GCR-
Net is composed of ¯ve residual blocks, named
GCBlock. There are two types of GCBlock. One
consists of two GCUnits and the other consists of
three GCUnits. A skip connection is introduced in
GCBlock to reuse a previously learned feature,
which connects from the input of GCBlock to its
output. Before entering the ¯rst GCBlock, an
EdgeConv layer with eight output channels is per-
formed, followed by a leaky-ReLU layer. At the end
of the last GCBlock, an EdgeConv layer with 1

GCR-Net: 3D Graph convolution-based residual network
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output channel is performed and then a leaky-ReLU
layer is attached. The network con¯guration we
used is shown in Table 1. Taking GCBlock 1 as an
example, it consists of two GCUnits. Each GCUnit
consists of three EdgeConv layers with 8, 16, and 16
output channels, respectively. It should be noted
that, in our network, normalized coordinates and
intensity are taken as inputs, and the size is n� 4.
The output of GCR-Net is the reconstructed dis-
tribution of the radioactive source.

2.4. Implementation details and

evaluation metrics

The training and test of GCR-Net were imple-
mented using Pytorch and Python 3.7. All opera-
tion was performed on a personal computer with an
AMD Ryzen 7 1700 Eight-Core Processor 3.00GHz
CPU and a NVIDIA GeForce GTX 1080 Ti GPU.
The optimization function of GCR-Net was Adam
optimizer with a learning rate of 0.001. Mean
Square Error (MSE) Loss was adopted as a loss
function.

The performance of GCR-Net was quantitatively
evaluated with the following three metrics: Location
error (LE), Dice coe±cient, and signal-to-noise ratio
(SNR).

LE is de¯ned as the position error between the
reconstructed radioactive source and the actual
radioactive source. Lr represents the barycenter of

the reconstructed radioactive source and L0 repre-
sents the barycenter of the actual radioactive
source. It can be de¯ned as follows:

LE ¼ jjLr � L0 jj2: ð5Þ
Dice coe±cient is used to evaluate the similarity

between the reconstructed source region and the
actual source region. Srec represents the recon-
structed source region and Sac represents the actual
source region. It can be de¯ned as follows:

Dice ¼ 2jSrec

T
Sacj

jSrecj þ jSacj
: ð6Þ

The SNR is used to measure the visual quality. u 0
i

represents the energy of the ith node in the recon-
struction result, ui represents the energy of the ith
node in the original numerical model. n is the total
number of nodes in the numerical model. It can be
de¯ned as follows:

SNR ¼
Pn

i¼1 u
2
iPn

i¼1 ðui � u 0
iÞ2

: ð7Þ

3. Experiments and Results

In this section, the performance of GCR-Net was
evaluated by performing numerical simulations and
in vivo experiments. IVTCG and MFCNN methods
were used as baselines because they represent one of
the most commonly used reconstruction methods in

Table 1. Network con¯guration.

EdgeConv layer GCBlock 1 GCBlock 2 GCBlock 3 GCBlock 4 GCBlock5 EdgeConv layer

½8� 8
16
16

� �
� 2 32

32
64

� �
� 3 64

64
128

� �
� 2 64

32
32

� �
� 3 16

8
8

� �
� 2 ½1�

Fig. 1. The network structure of GCR-Net. Coordinates and surface photon intensity are taken as input, and the output is the ¯nal
reconstruction result.

W. Li et al.
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model-based methods and deep learning-based
methods respectively.35,37 This section is structured
as follows: The ¯rst part shows the reconstruction
performance of our network in numerical simula-
tion. It contains three experiments, including single-
source experiments, dual-source experiments, and
experiments of testing the in°uence of the order of
input. The second part presents the reconstruction
ability of our method in in vivo experiments.

3.1. Numerical simulation experiments

3.1.1. Data collection

A heterogeneous cylindrical phantom with a 10mm
diameter and a 30mm height was designed to sim-
ulate the mouse body. The phantom consists of ¯ve
kinds of organs: Heart, lungs, bone, liver, and
muscle. The phantom is exhibited in Fig. 2. Optical
parameters of all organs are presented in Table 2,
which were obtained from the literature.44

The numerical phantom was discretized into a
standard mesh with 4626 nodes by using COMSOL
Multiphysics V5.6 (COMSOL Inc., USA) software,
from which its coordinates can be obtained.45 The
order of input was determined at the discretized
process by COMSOL Multiphysics. The standard
mesh is exhibited in Fig. 2(b). A small spherical
radioactive source with 1mm diameter was set in
the model to present the tumor. The photon
wavelength was set to 650 nm to ensure appropriate
penetration. As a data-driven method, plenty of
data is in need for training. As it is di±cult to col-
lect a large amount of data from in vivo experi-
ments, Monte Carlo method was used for data
collection, because it can simulate the transmission
process of photons. All the Monte Carlo simulation
was conducted using Molecular Optical Simulation
Environment (MOSE 2.3).46 We simulated a total
of 221 single-source samples to make the radioactive

source cover the permissible region as much as
possible. 3000 dual-source samples were assembled
by randomly selecting and adding the correspond-
ing data of two single-source samples, which were as
follows:

�dual ¼
X
i2Sn

�i; ð8Þ

Xdual ¼
X
i2Sn

Xi; ð9Þ

where �dual represents the surface photon of the as-
sembled sample, �i represents the surface photon of
the ith single-source sample. Xdual and Xi represent
the distribution of the internal source of the assem-
bled sample and the ith single-source sample,
respectively. Sn is the set of single-source samples.

Overall, in this paper, 221 single-source samples
and 3000 assembled dual-source samples have been
simulated. 80% of the dataset was randomly se-
lected for training and the others were selected for
testing.

3.1.2. Single-source simulation result

To quantitatively analyze the e®ect of our network
for single-source simulation, the mean value and
deviation of di®erent evaluation indexes were cal-
culated, as exhibited in Table 3. As suggested from
Table 3, GCR-Net obtained the lowest mean loca-
tion error, highest mean Dice, and highest mean
SNR. It demonstrated that the proposed network
stably improved the accuracy in localization and

Fig. 2. The numerical phantom. (a) shows a single-source
phantom, and (b) shows the standard mesh.

Table 2. Optical parameters of di®erent organs.

Component

Absorption

coe±cient �aðmm�1Þ
Scattering

coe±cient �sðmm�1Þ

Muscle 0.016 0.510
Heart 0.011 1.053
Lungs 0.036 2.246
Liver 0.012 2.472
Bone 0.021 2.864

Table 3. Quantitative comparison of single-source
simulation (mean� SD).

Method LE (mm) Dice SNR

GCR-Net 0.43 � 0.22 0.51 � 0.11 1.97 � 0.41
MFCNN 0.52 � 0.23 0.38 � 0.12 1.49 � 0.46
IVTCG 0.76 � 0.27 0.34 � 0.15 1.32 � 0.55

GCR-Net: 3D Graph convolution-based residual network
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morphology recovery. Furthermore, the network
obtained the minimum LE value of 0.11mm and the
maximum dice value of 0.79 in some cases, which
further proved its advantages in terms of localiza-
tion capability and morphology recovery ability.

Two samples, named model 1 and model 2, were
used to measure the single-source reconstruction
result of di®erent methods. In model 1, the source
was set at (�3, �4, 3)mm, while the source in
model 2 was set at (�6, �5, 17)mm. The quanti-
tative results are exhibited in Fig. 3, which show
that our network still performs better in LE, Dice,
and SNR. Figure 4 shows the 3D visualization as
well as the 2D cross sections of reconstruction
results obtained by GCR-Net, MFCNN, and
IVTCG, respectively.

Two additional single-source experiments have
been conducted to prove our network is insensitive
to the order of input. Two samples with single
source, named model3 and model4, were used. In
this experiment, the order of input has been

disarranged. MFCNN was performed as a compar-
ative experiment under the same conditions. It is
noteworthy that the previously trained network was
directly used without further training. The quanti-
tative results are exhibited in Table 4. It can be
demonstrated from Table 4 that MFCNN is sensi-
tive to the input order. If the order of input is dis-
arranged, the MFCNN cannot work well. On the
contrary, GCR-Net can successfully reconstruct the
distribution of the radioactive source with high ac-
curacy in all experiments.

3.1.3. Dual-source simulation result

Dual-source simulation experiments were carried
out to further evaluate the performance of our
methods on multi-source simulation. The quanti-
tative results are exhibited in Table 5. The results in
Table 5 revealed that our method still had its su-
periority in LE, Dice, and SNR, which presented a
promising performance of reconstruction. However,

(a) (b) (c)

Fig. 3. The quantitative results of selected single-source samples. (a), (b), and (c) shows the quantitative value of LE, Dice, and
SNR, respectively.

Fig. 4. Comparison results for the single-source experiments. (a1) presents the result reconstructed by GCR-Net method, (b1) and
(c1) are the results obtained by the MFCNN method and IVTCG method in model1. (a2), (b2), and (c2) present the results
reconstructed by GCR-Net, MFCNN, and IVTCG methods in model2, respectively. The black circle indicates the true position and
size of the source.

W. Li et al.
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compared with the single-source samples, the results
of the dual-source samples were worse, which was
probably caused by the raise in reconstruction
complexity.

Two samples, named model 5 and model 6, were
used to measure the dual-source reconstruction re-
sult of di®erent methods. In model 5, the centers of
dual source were set at (�1, 3, 10)mm, (�3, �4,
22)mm, respectively. In model 6, the sources were
set at (�2, �3.5, 4)mm, (�4.5, 0, 5)mm. The
quantitative results are exhibited in Fig. 5, which
illustrate a consistent trend with the former
experiments. Figure 6 illustrates the visualization of
the dual-source reconstruction results and suggests
that both reconstructed radioactive sources have a
clear shape and are easy to distinguish.

Two additional dual-source experiments have
also been conducted to prove our network is insen-
sitive to the order of input. Two samples with dual
source, named model 7 and model 8, were used. The
experimental setup was the same as the formal
experiments on disarranging the order of input for
single-source simulation. The quantitative results
are shown in Table 6. It can be seen from Table 6
that in the dual-source experiment, when the order
of input points changes, our network can achieve

Table 4. Results of the experiments with disarranged
order of input for single source.

Method ModelnMetrics LE (mm) Dice SNR

GCR-Net Model 3 0.72 0.54 1.99
Model 4 0.76 0.34 1.25

MFCNN Model 3 / 0 0
Model 4 / 0 0

Table 5. Quantitative comparison of dual-source
simulation (mean� SD).

Method LE (mm) Dice SNR

GCR-Net 0.69 � 0.25 0.37 � 0.10 1.68 � 0.45
MFCNN 0.75 � 0.28 0.31 � 0.11 1.29 � 0.47
IVTCG 0.91 � 0.33 0.16 � 0.11 1.04 � 0.50

(a) (b) (c)

Fig. 5. The quantitative results of selected dual-source samples. (a)–(c) shows the quantitative value of LE, Dice, and SNR
respectively.

Fig. 6. Comparison results for the dual-source experiments. (a1) presents the result reconstructed by GCR-Net method, (b1) and
(c1) are the results obtained by the MFCNN method and IVTCG method in model5. (a2), (b2), and (c2) presents the result
reconstructed by GCR-Net, MFCNN, and IVTCG methods in model 6, respectively. The black circle indicates the true position and
size of the source.

GCR-Net: 3D Graph convolution-based residual network
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high accuracy in the reconstruction, while MFCNN
still cannot work well.

3.2. In vivo CLT reconstruction

The performance of our method was further evalu-
ated with implanted small animal experimental
data. The experimental data were from the CLT/
micro-CT dual-modal system on adult nude mouse.
The mouse was placed on the automatic rotating
stage, which was rotating at 360 degrees with 1�
interval to capture the images of CLI and X-ray
projection. The CLI signal with wavelength of
650 nm and white light data were collected using a
cooled high-sensitivity EMCCD (�80�, iXonEM
Ultra 888, UK). The CT volume data was acquired
by a micro-CT system (tube voltage of 40 kV p,
tube current of 300mA). The torso section of the
mouse is shown in Fig. 7(a). We segmented the
main organs of the mouse, including muscle, lung,
heart, stomach, liver, and kidney, and integrated

these organs into the mouse model. The optical
parameters of each organ are consistent with those
in the literature.47 A spherical glass vessel with a
radius of 1mm containing about 800� 50�Ci 18F-
FDG was used to mimic the lesion containing a
radionuclide probe, which was implanted in the
designed location. Animal care and protocols were
approved by the Fourth Military Medical Univer-
sity Animal Studies Committee. The mouse was
used twice for the single-source experiment and
dual-source experiment, respectively. The position
of the source was set at a di®erent place each time.
In single-source experiments, the source was
implanted into the mouse at a speci¯c location (22,
20, 31.5)mm. In dual-source experiments, the
sources were implanted at (20.5, 27.5, 16.5)mm,
(14.5, 20, 36)mm, respectively. The CLI imaging
obtained from each implanted model was mapped
and registered to the surface of the mouse torso.
GCR-Net, MFCNN, and IVTCG methods were
used to carry out the single-source experiment and

Table 6. Results of the experiments with disarranged order of
input for dual-source experiment.

Method ModelnMetrics LE (mm) Dice SNR

GCR-Net Model 7 0.56 0.52 1.83
Model 8 0.58 0.37 1.29

MFCNN Model 7 / 0 0
Model 8 / 0 0

Fig. 7. Comparison results for in vivo experiments. (a) presents the torso section and the result reconstructed by GCR-Net
method, (b) and (c) are the results obtained by the MFCNN method and IVTCG method for the single-source experiment. (d)–(f)
presents the results reconstructed by GCR-Net, MFCNN, and IVTCG methods for the dual-source experiment. The black circle
indicates the true position and size of the source.
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dual-source experiment. The results are shown in
Table 7 and Fig. 7, which prove the superiority of
our network in CLT reconstruction for in vivo
experiments.

4. Discussion and Conclusion

In this paper, a novel GCR-Net was proposed to
achieve the accurate reconstruction of CLT. GCR-
Net was built by stacking residual blocks based on
3D graph convolution. The main advantages of our
network are summarized as follows: First, our net-
work fully utilizes three-dimensional information
and improves the performance of CLT reconstruc-
tion. Secondly, our network is insensitive to the
order of input, which is not able to be satis¯ed by
the traditional fully connected network.

To verify the performance of GCR-Net, single-
source and dual-source numerical simulations were
implemented. IVTCG method and MFCNN meth-
od were adopted for comparison. Quantitative
analysis demonstrated that the GCR-Net showed a
better performance in source localization and mor-
phology recovery. To further evaluate the practi-
cability of GCR-Net, in vivo experiments were
performed. Consistent with our numerical simula-
tion experiments, GCR-Net obtained the most ac-
curate reconstruction results of radioactive probe
distribution in biological tissue.

It is worth noting that our network is insensitive
to the order of input. Our method can achieve ac-
curate reconstruction results even if the order is
disarranged. It can be explained by the character-
istic of the EdgeConv layer. The EdgeConv layer is
designed to be invariant to the ordering of neigh-
bors. In EdgeConv layer, the applied aggregation
function is a symmetric function. Thus, the output
of EdgeConv layer is invariant to the permutation
of the input.

However, there are still some limitations of GCR-
Net. When calculating the edge feature set, the

memory cost will be signi¯cantly increased with a
higher setting of k in KNN method. Besides, the
utilization of standard mesh depends on certain
software and the registration between standard
mesh and actual structure probably brings extra
error in CLT reconstruction.

In conclusion, GCR-Net is proposed for CLT
reconstruction. It is based on the 3D graph convo-
lution and has the advantage of being insensitive to
the order of input, which can achieve accurate re-
construction in source localization and morphology
recovery. We hope our network can assist CLT re-
construction e±ciently.

Con°icts of Interest

The authors declare that there are no con°icts of
interest related to this article.

Acknowledgments

National Key Research and Development Program
of China (2019YFC1521102); National Natural
Science Foundation of China (61701403, 61806164,
62101439, 61906154); China Postdoctoral Science
Foundation (2018M643719); Natural Science
Foundation of Shaanxi Province (2020JQ-601);
Young Talent Support Program of the Shaanxi
Association for Science and Technology (20190107);
Key Research and Development Program of
Shaanxi Province (2019GY-215, 2021ZDLSF06-04);
Major research and development project of Qinghai
(2020-SF-143).

References

1. R. Robertson, M. S. Germanos, C. Li, G. S. Mitchell,
S. R. Cherry, M. D. Silva, \Optical imaging of
Cerenkov light generation from positron-emitting
radiotracers," Phys. Med. Biol. 54, N355–N365
(2009).

Table 7. Quantitative results for in vivo experiments.

Single-source experiment Dual-source experiment

Method LE (mm) Dice SNR LE (mm) Dice SNR

GCR-Net 0.37 0.81 1.76 0.54 0.87 1.89
MFCNN 0.47 0.66 1.23 0.72 0.69 1.46
IVTCG 0.48 0.65 1.14 0.96 0.50 1.01

GCR-Net: 3D Graph convolution-based residual network

2245002-9

J.
 I

nn
ov

. O
pt

. H
ea

lth
 S

ci
. D

ow
nl

oa
de

d 
fr

om
 w

w
w

.w
or

ld
sc

ie
nt

if
ic

.c
om

by
 4

2.
2.

20
3.

24
5 

on
 1

2/
06

/2
2.

 R
e-

us
e 

an
d 

di
st

ri
bu

tio
n 

is
 s

tr
ic

tly
 n

ot
 p

er
m

itt
ed

, e
xc

ep
t f

or
 O

pe
n 

A
cc

es
s 

ar
tic

le
s.



2. C. Qin, J. Zhong, Z. Hu, X. Yang, J. Tian, \Recent
advances in Cerenkov luminescence and tomogra-
phy imaging," IEEE J. Sel. Top. Quantum Electron.
18, 1084–1093 (2012).

3. J. C. Park, G. Il An, S. I. Park, J. Oh, H. J. Kim, Y. Su
Ha, E. K.Wang, K. Min Kim, J. Y. Kim, J. Lee, M. J.
Welch, J. Yoo, \Luminescence imaging using radio-
nuclides: A potential application in molecular ima-
ging," Nucl. Med. Biol. 38, 321–329 (2011).

4. A. E. Spinelli, F. Boschi, \Novel biomedical applica-
tions of Cerenkov radiation and radioluminescence
imaging," Phys. Med. 31, 120–129 (2015).

5. T. Song, X. Liu, Y. Qu, H. Liu, C. Bao, C. Leng,
Z. Hu, K. Wang, J. Tian, \A novel endoscopic
Cerenkov luminescence imaging system for intrao-
perative surgical navigation," Mol. Imag. 14, 443–
449 (2015).

6. J. Axelsson, J. Krohn, \Cerenkov luminescence im-
aging for accurate placement of radioactive plaques
in episcleral brachytherapy of intraocular tumors,"
Invest. Ophthalmol. Vis. Sci. 56, 7362–7368 (2015).

7. Z. Hu, Y. Qu, K. Wang, X. Zhang, J. Zha, T. Song,
C. Bao, H. Liu, Z. Wang, J. Wang, Z. Liu, H. Liu,
J. Tian, \In vivo nanoparticle-mediated radiophar-
maceutical-excited °uorescence molecular imaging,"
Nat. Commun. 6, 7560 (2015).

8. Z. Zhang, M. Cai, C. Bao, Z. Hu, J. Tian,
\Endoscopic Cerenkov luminescence imaging and
image-guided tumor resection on hepatocellular
carcinoma-bearing mouse models," Nanomedicine
17, 62–70 (2019).

9. Y. Xu, E. Chang, H. Liu, H. Jiang, S. S. Gambhir,
Z. Cheng, \Proof-of-concept study of monitoring
cancer drug therapy with cerenkov luminescence
imaging," J. Nucl. Med. 53, 312–317 (2012).

10. D. L. Thorek, A. Ogirala, B. J. Beattie, J. Grimm,
\Quantitative imaging of disease signatures through
radioactive decay signal conversion," Nat. Med. 19,
1345–1350 (2013).

11. X. Cao, Y. Zhan, X. Cao, J. Liang, X. Chen,
\Harnessing the power of Cerenkov luminescence
imaging for gastroenterology: Cerenkov lumines-
cence endoscopy," Curr. Med. Imag. Rev. 13, 50–57
(2017).

12. X. Cao, X. Chen, F. Kang, Y. Lin, M. Liu, H. Hu,
Y. Nie, K. Wu, J. Wang, J. Liang, J. Tian,
\Performance evaluation of endoscopic Cerenkov
luminescence imaging system: In vitro and pseudo-
tumor studies," Biomed. Opt. Exp. 5, 3660–3670
(2014).

13. D. Fan, X. Zhang, L. Zhong, X. Liu, Y. Sun,
H. Zhao, B. Jia, Z. Liu, Z. Zhu, J. Shi, F. Wang,
\(68)Ga-labeled 3PRGD2 for dual PET and Cer-
enkov luminescence imaging of orthotopic human

glioblastoma," Bioconjug. Chem. 26, 1054–1060
(2015).

14. X. Cao, X. Chen, F. Kang, X. Cao, Y. Zhan,
J. Wang, K. Wu, J. Liang, \Sensitivity improve-
ment of Cerenkov luminescence endoscope with
terbium doped Gd2O2S nanoparticles," Appl. Phys.
Lett. 106, 4 (2015).

15. H. Chen, K. Shou, S. Chen, C. Qu, Z. Wang,
L. Jiang, M. Zhu, B. Ding, K. Qian, A. Ji, \Smart
self-assembly amphiphilic cyclopeptide-dye for near-
infrared window-II imaging," Adv. Mater. 33,
2006902 (2021).

16. C. Li, G. S. Mitchell, S. R. Cherry, \Cerenkov lu-
minescence tomography for small-animal imaging,"
Opt. Lett. 35, 1109–1111 (2010).

17. Q. Zhang, H. Zhao, D. Chen, X. Qu, X. Chen, X. He,
W. Li, Z. Hu, J. Liu, J. Liang, J. Tian, \Source
sparsity based primal-dual interior-point method for
three-dimensional bioluminescence tomography,"
Opt. Commun. 284, 5871–5876 (2011).

18. H. Guo, Z. Hu, X. He, X. Zhang, M. Liu, Z. Zhang,
X. Shi, S. Zheng, J. Tian, \Non-convex sparse reg-
ularization approach framework for high multiple-
source resolution in cerenkov luminescence
tomography," Opt. Exp. 25, 28068–28085 (2017).

19. H. Guo, J. Yu, Z. Hu, H. Yi, Y. Hou, X. He, \A
hybrid clustering algorithm for multiple-source re-
solving in bioluminescence tomography," J. Bio-
photon. 11, e201700056 (2018).

20. W. Cong, G. Wang, D. Kumar, Y. Liu, M. Jiang, L.
Wang, E. Ho®man, G. McLennan, P. McCray, J.
Zabner, A. Cong, \Practical reconstruction method
for bioluminescence tomography," Opt. Exp. 13,
6756–6771 (2005).

21. M. A. Naser, M. S. Patterson, \Bioluminescence
tomography using eigenvectors expansion and iter-
ative solution for the optimized permissible source
region," Biomed. Opt. Exp. 2, 3179–3193 (2011).

22. M. A. Naser, M. S. Patterson, \Improved biolumi-
nescence and °uorescence reconstruction algorithms
using di®use optical tomography, normalized data,
and optimized selection of the permissible source
region," Biomed. Opt. Exp. 2, 169–184 (2010).

23. J. Liu, Y. Wang, X. Qu, X. Li, X. Ma, R. Han,
Z. Hu, X. Chen, D. Sun, R. Zhang, D. Chen,
D. Chen, X. Chen, J. Liang, F. Cao, J. Tian, \In
vivo quantitative bioluminescence tomography
using heterogeneous and homogeneous mouse mod-
els," Opt Exp. 18, 13102–13113 (2010).

24. C. Qin, S. Zhu, J. Feng, J. Zhong, X. Ma, P. Wu,
J. Tian, \Comparison of permissible source region
and multispectral data using e±cient biolumines-
cence tomography method," J. Biophoton. 4,
824–839 (2011).

W. Li et al.

2245002-10

J.
 I

nn
ov

. O
pt

. H
ea

lth
 S

ci
. D

ow
nl

oa
de

d 
fr

om
 w

w
w

.w
or

ld
sc

ie
nt

if
ic

.c
om

by
 4

2.
2.

20
3.

24
5 

on
 1

2/
06

/2
2.

 R
e-

us
e 

an
d 

di
st

ri
bu

tio
n 

is
 s

tr
ic

tly
 n

ot
 p

er
m

itt
ed

, e
xc

ep
t f

or
 O

pe
n 

A
cc

es
s 

ar
tic

le
s.



25. J. Feng, K. Jia, G. Yan, S. Zhu, C. Qin, Y. Lv, J.
Tian, \An optimal permissible source region strat-
egy for multispectral bioluminescence tomography,"
Opt. Exp. 16, 15640–15654 (2008).

26. Z. Hu, X. Chen, J. Liang, X. Qu, D. Chen, W. Yang,
J. Wang, F. Cao, J. Tian, \Single photon
emission computed tomography-guided Cerenkov
luminescence tomography," J. Appl. Phys. 112,
024703 (2012).

27. K. Liu, Y. Lu, J. Tian, C. Qin, X. Yang, S. Zhu,
X. Yang, Q. Gao, D. Han, \Evaluation of the
simpli¯ed spherical harmonics approximation in
bioluminescence tomography through heteroge-
neous mouse models," Opt. Exp. 18, 20988–21002
(2010).

28. J. Dutta, S. Ahn, C. Li, S. R. Cherry, R. M. Leahy,
\Joint L1 and total variation regularization for
°uorescence molecular tomography," Phys. Med.
Biol. 57, 1459 (2012).

29. K. Liu, J. Tian, C. Qin, X. Yang, D. Han, P. Wu,
S. Zhu, \Tomographic bioluminescence imaging re-
construction via a dynamically sparse regularized
global method in mouse models," J. Biomed. Opt.
16, 046016 (2011).

30. M. Cai, Z. Zhang, X. Shi, J. Yang, Z. Hu, J. Tian,
\Non-negative iterative convex re¯nement approach
for accurate and robust reconstruction in Cerenkov
luminescence tomography," IEEE Trans. Med.
Imag 39, 3207 (2020).

31. J. Zhong, J. Tian, X. Yang, C. Qin, \Whole-body
Cerenkov luminescence tomography with the ¯nite
element SP(3) method," Ann Biomed. Eng. 39,
1728–1735 (2011).

32. Z. Hu, X. Ma, X. Qu, W. Yang, J. Liang, J. Wang,
J. Tian, \Three-dimensional noninvasive monitoring
iodine-131 uptake in the thyroid using a modi¯ed
Cerenkov luminescence tomography approach,"
PLoS One 7, e37623 (2012).

33. H. Liu, X. Yang, T. Song, C. Bao, L. Shi, Z. Hu,
K. Wang, J. Tian, \Multispectral hybrid Cerenkov
luminescence tomography based on the ¯nite ele-
ment SPn method," J. Biomed. Opt. 20, 86007
(2015).

34. A. E. Spinelli, C. Kuo, B. W. Rice, R. Calandrino,
P. Marzola, A. Sbarbati, F. Boschi, \Multispectral
Cerenkov luminescence tomography for small ani-
mal optical imaging," Opt. Exp. 19, 12605–12618
(2011).

35. Z. Zhang, M. Cai, Y. Gao, X. Shi, X. Zhang, Z. Hu,
J. Tian, \A novel Cerenkov luminescence tomogra-
phy approach usingmultilayer fully connected neural
network," Phys. Med. Biol. 64, 245010 (2019).

36. X. Cao, X. Wei, F. Yan, L. Wang, L. Su, Y. Hou,
G. Geng, X. He, \A novel stacked denoising

autoencoder-based reconstruction framework for
Cerenkov luminescence tomography," IEEE Access
7, 85178–85189 (2019).

37. X. Zhang, M. Cai, L. Guo, Z. Zhang, B. Shen,
X. Zhang, Z. Hu, J. Tian, \Attention mechanism-
based locally connected network for accurate and
stable reconstruction in Cerenkov luminescence
tomography," Biomed. Opt. Exp. 12, 7703–7716
(2021).

38. H. Meng, Y. Gao, X. Yang, K. Wang, J. Tian,
\K-nearest neighbor based locally connected net-
work for fast morphological reconstruction in °uo-
rescence molecular tomography," IEEE Trans.
Med. Imaging 39, 3019–3028 (2020).

39. J. Yu, C. Dai, X. He, H. Guo, S. Sun, Y. Liu,
\Bioluminescence tomography based on one-
dimensional convolutional neural networks," Fron.
Oncol. 11, 760689 (2021).

40. A. D. Klose, \The forward and inverse problem in
tissue optics based on the radiative transfer equa-
tion: A brief review," J. Quant. Spectrosc. Radiat.
Transf. 111, 1852–1853 (2010).

41. W. Cai, M. Xu, R. Alfano, \Three-dimensional
radiative transfer tomography for turbid media,"
IEEE J. Sel. Top. Quantum Electron. 9, 189–198
(2003).

42. C. Qin, J. Feng, S. Zhu, X. Ma, J. Zhong, P. Wu,
Z. Jin, J. Tian, \Recent advances in bioluminescence
tomography: Methodology and system as well as
application," Laser Photon. Rev. 8, 94–114 (2014).

43. Y. Wang, Y. Sun, Z. Liu, S. E. Sarma, M. M.
Bronstein, J. M. Solomon, \Dynamic graph cnn for
learning on point clouds," ACM Trans. Graph. 38,
1–12 (2019).

44. X. Cao, J. Zhang, J. Yang, C. Fan, F. Zhao,
W. Zhou, L. Wang, G. Geng, M. Zhou, X. Chen, \A
deep unsupervised clustering-based post-processing
framework for high-¯delity Cerenkov luminescence
tomography," J. Appl. Phys. 128, 193104 (2020).

45. B. Parvitte, C. Risser, R. Vallon, V. Z�eninari,
\Quantitative simulation of photoacoustic signals
using ¯nite element modelling software," Appl.
Phys. B 111, 383–389 (2013).

46. S. Ren, X. Chen, H. Wang, X. Qu, G. Wang,
J. Liang, J. Tian, \Molecular optical simulation
environment (MOSE): A platform for the simula-
tion of light propagation in turbid media," PLoS
One 8, e61304 (2013).

47. H. Yi, D. Chen, W. Li, S. Zhu, X. Wang, J. Liang,
J. Tian, \Reconstruction algorithms based on l1-
norm and l2-norm for two imaging models of °uo-
rescence molecular tomography: A comparative
study," J. Biomed. Opt. 18, 56013 (2013).

GCR-Net: 3D Graph convolution-based residual network

2245002-11

J.
 I

nn
ov

. O
pt

. H
ea

lth
 S

ci
. D

ow
nl

oa
de

d 
fr

om
 w

w
w

.w
or

ld
sc

ie
nt

if
ic

.c
om

by
 4

2.
2.

20
3.

24
5 

on
 1

2/
06

/2
2.

 R
e-

us
e 

an
d 

di
st

ri
bu

tio
n 

is
 s

tr
ic

tly
 n

ot
 p

er
m

itt
ed

, e
xc

ep
t f

or
 O

pe
n 

A
cc

es
s 

ar
tic

le
s.


	GCR-Net: 3D Graph convolution-based residual network for robust reconstruction in cerenkov luminescence tomography
	1. Introduction
	2. Methodology
	2.1. Model-based CLT reconstruction
	2.2. Deep learning-based CLT reconstruction
	2.3. Three-dimensional graph convolution-based residual network for CLT
	2.3.1. Three-dimensional graph convolution
	2.3.2. Network architecture

	2.4. Implementation details and evaluation metrics

	3. Experiments and Results
	3.1. Numerical simulation experiments
	3.1.1. Data collection
	3.1.2. Single-source simulation result
	3.1.3. Dual-source simulation result

	3.2. In vivo CLT reconstruction

	4. Discussion and Conclusion
	Conflicts of Interest
	Acknowledgments
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 900
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 900
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages false
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


